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THE QUARTERLY REVIEW OF BIOLOGY

Righini’s data on the howler microbiome and their
analysis of how the microbiome is affected by diet
and host physiology, and the dual chapters by de
Cunha et al. and Kitchen et al. on the vocal repertoire and the function of loud calls are especially
signiﬁcant new contributions to the literature.
Like other works of this magnitude, the two
Howler Monkey volumes suffer from a host of minor
spelling and grammatical mistakes that closer copy
editing might have caught, and it bears noting that,
despite the wealth of research conducted over the
past few decades, studies of wild howlers are still
biased toward but a subset of currently recognized
forms (A. pigra, A. palliata, A. arctoidea, A. guariba,
and A. caraya), with others (particularly Amazonian
species) far less well known. Overall, however, these
are excellent reference books that belong in the library of any contemporary primatologist.
Anthony Di Fiore, Anthropology, University of
Texas, Austin, Texas

HUMAN BIOLOGY AND HEALTH
Mapping Disease Transmission Risk: Enriching
Models Using Biogeography and Ecology.
By A. Townsend Peterson. Baltimore (Maryland):
Johns Hopkins University Press. $79.95. xiv + 210 p.;
ill.; index. ISBN: 978-1-4214 -1473-7 (hc); 978-14214 -1474 - 4 (eb). 2014.
Epidemiologists have used maps to understand disease transmission risk for at least 160 years, including John Snow’s fabled, ﬁne-scale resolution maps
of London that spatially linked human cholera
cases to water infrastructure. However, for much of
this history, these spatial tools have remained rudimentary and singularly focused on understanding
the spatial distribution of human cases for public
health. Welcome to the 21st century, where science
has (mostly) transcended its lonely silos to spawn
an exiting array of interdisciplinary ﬁelds (e.g., disease ecology, One Health, landscape genetics). In
this spirit, A. Townsend Peterson’s Mapping Disease
Transmission Risk is a welcome addition. His main
thesis is repeated like a mantra throughout the text,
and was well received by me—disease mapping
must move beyond geography and better incorporate ecology and biogeography. Peterson defends
this thesis over 20 (mostly very short) chapters primarily via a broad, conceptual overview focused on
methodological considerations and caveats to ecological niche modeling (ENM), and through brief
descriptions of numerous relevant case studies. To
his own admission, “This volume is neither a man-
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ual nor a how-to book; furthermore, it is not a comprehensive review of spatial epidemiology or a full
presentation of ecological niche modeling” (p. xi).
Readers or students expecting to walk away with
a concrete set of modeling skills, speciﬁc analytical or data resources, or comparisons of different
spatial analytical approaches will be disappointed.
The impressive self-citation rate of 22.3% (79 of
355 references) reﬂects the author’s proliﬁc contribution to this ﬁeld, but also the book’s biases.
Although the volume’s focus is on ENMs (a correlative approach), I agree strongly with Peterson
that better understanding of disease biology and the
mechanisms of transmission are key to developing useful risk maps and moving toward a predictive framework. However, I disagree that the transmission
systems of avian inﬂuenza and other diseases are too
complex and “necessitate analyses at the level of human cases” (p. 63). Similarly, there is scant mention
of how to integrate dynamic models (e.g., SIR models) with spatial approaches to better inform these
mechanisms of transmission. In general, I found the
volume repetitious in parts and the author quick to
highlight caveats but slow to offer tangible solutions
(Chapter 14 is a notable exception). For example, a
table compiling available data resources or a section
on optimal study design, including what ﬁeld data
to collect when not available online, would have
been useful in Chapter 3 (particularly for graduate
students), rather than focusing on poor data quality
and data unavailability.
Lastly, Peterson’s very brief and collective treatment of ecological communities, land-use change,
control programs, socioeconomic factors, and human population, behavior, and demographics as
“risk modiﬁers” (Chapter 15) was deﬁcient. These
factors are central to understanding and modeling
disease risk, not just “modiﬁers,” and any framework to map risk must go beyond plotting the
probable ecological niche of a pathogen to a more
complete integration of the entire suite of anthropogenic and ecological factors that contribute to
disease emergence, ampliﬁcation, and spread.
Kevin J. Olival, EcoHealth Alliance, New York,
New York
Population in the Human Sciences: Concepts,
Models, Evidence.
Edited by Philip Kreager, Bruce Winney, Stanley Ulijaszek, and Cristian Capelli. Oxford and New York:
Oxford University Press. $145.00. xxii + 605 p.; ill.;
index. ISBN: 978-0-19-968820-3. 2015.
What constitutes a population? This question is
particularly timely in light of increased human mobility and exogamy (outbreeding). Furthermore,
novel statistical approaches and affordable genetic
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